Related literature
Hydrogen-bond geometry (Å , ). (Tidwell, et al., 1993; Salunke, et al., 1994; Hoorn, et al., 1995; van Berkel, et al., 1995; Dinolfo et al., 2005; Yang et al., 2008; ) it has been reported that the benzimidazole moiety is an important heterocyclic ring not only because of its wide-ranging antivirus activity, its importance in selective ion-exchange resin, but also because of the interest in the coordination chemistry of azoles acting as ligands in transition metal compounds. However, the crystal structure of 1,4-bis(benzimidazol-2-yl)benzene analogues have rarely been reported (Bei, et al., 2000; Wu, et al., 2009; ) . Herein, we report the crystal structure of the title compound, 1,4-bis(benzimidazol-2-yl)benzene methanol solvate (1).
The structure of title compound is illustrated in Fig. 1 . The asymmetric unit contains two different molecules halved by inversion centres at (1/2, 1/2, 1/2) and (0, 1, 0), respectively, and a methanol solvent. Bond lengths and angles have normal values and are comparable to those reported in similar structures (Matthews et al., 1996; Ozbey et al., 1998) 
Experimental
All reagents were of AR grade available commercially and used without further purification. To a mixed solvent of polyphosphoric acid (5 ml) and Phosphoric acid (15 ml, 85%) was added benzene-1,4-dicarboxylic acid (1.67 g, 10.0 mmol) and 1,2-diaminobenzene (2.16 g, 20.0 mmol). The mixture was heated slowly to 398 K, and the resulting solution was stirred at 453 K for five hours, and was poured into 300 ml water. Then the mixture was neutralized with 50% sodium hydroxide solution. The crude product was collected by filtration, dried and recrystallized (yield 67%). Crystals suitable for X-ray diffraction analysis were obtained by slow evaporation of a methanol solution.
Refinement
The (C)H and (N)H atoms of the title compound were placed in calculated positions (C-H = 0.93 and N-H = 0.86 Å) and refined using a riding model, with U iso (H) = 1.2U eq (C,N). The (C)H atoms of the methanol molecule were placed geometrically (C-H = 0.96 Å) and refined as riding, with U iso (H) = 1.5U eq (C). The (O)H atom of the methanol molecule was located in a difference Fourier map and refined with restrained O-H = 0.93 (3) Å and U iso (H) = 1.5U eq (O).
supplementary materials sup-2 Figures   Fig. 1 . A molecular drawing of (1), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 
